Appl.No. 10/828,531 

Amdt. dated April 18, 2007 

Reply to Office action of February 14, 2007 

AMENDMENTS TO THE CLAIMS 

This listing of claims will replace all prior versions and listings of claims in the application: 

1. (Currently Amended) A method of determining total urokinase concentration in a sample 
containing either or both active and inactive forms of urokinase, comprising: 

obtaining at least one peptide comprised of: 

a first peptide corresponding to a sequence in Seq. ID No. 16 between amino acid 
residues 1 and 135 a [[;]] 

obtaining a second peptide corresponding to a sequence in Seq. ID No. 16 between 
amino acid residues 159 and 411 a [[;]] 

obtaining a third peptide corresponding to a sequence in Seq. ID No. 16 which 
includes amino acid residues 158 and 159, or 

any combination : 

obtaining an at least one immunological composition directed against each of said at least 
one peptide's]]; 

contacting aliquots of said sample with each of said at least one immunological 
composition's]]; and; 
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determining total urokinase concentration in said sample by determining the quantity of 

each of said at least one immunological composition[[s]] which that is bound to at least one of said 

forms of urokinase in each of said aliquots. 

2. (Currently Amended) The method of claim 1 wherein said first peptide is one ao in 
corresponds to any of Seq. ID Nos. 1-6. 

3. (Currently Amended) The method of claim 1 wherein said second peptide io one as in 
corresponds to any of Seq. ID Nos. 7-12. 

4. (Currently Amended) The method of claim 1 wherein said third peptide io one as in 
corresponds to any of Seq. ID No. 13-14. 

5. (Currently Amended) The method of claim 1 wherein each of said at least one 
immunological composition's]] has a binding affinity constant for said at least one peptide from 
which it is derived directed against that is substantially higher than its binding affinity constant for a 
non-urokinase protein as similar in amino acid sequence to urokinase as is trypsin. 

6. (Currently Amended) The method of claim 1 wherein said third peptide io one ao in 
corresponds to Seq. ID No. 14, and is usod to derive wherein said step of obtaining an 
immunological composition directed against each of said at least one peptide is used to obtain an 
immunological composition directed against said third peptide co rresponding to Sea. ID No. 14. and 
wherein said immunological composition directed against said third pep tide corresponding to Seq. 
ID No. 14 which exhibits a binding affinity constant for urokinase zymogen, an inactive form of 
urokinase, of at least 1 x 10 8 M 4 [[,]] and abinding affinity constant for forms of urokinase lacking a 
peptide bond between amino acid residues 158 and 159 of Seq. ID No. 16 of at least approximately 
10-fold lower than that for urokinase zymogen. 
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7. 



(Currently Amended) The method of claim 1 wherein «^dMenal s aid at least one peptide 
fnrfhpr mrnrvrised of a fourth peptide corresponding to a sequence in Seq. ID No. 16 which 
includes amino acid residues 135 and 136 i^btaine^^ 



8. (Currently Amended) The method of claim 7 ^^^M^ wherein said fourth 
rT tiriP i*4haurf corresponds to Seq. ID No. 17. 

9 (Currently Amended) The method of claim 1 wherein fee s^Ueaslone immunological 
composition is an antiserum, an antibody, afeybAma, or a supernatant of a hybridoma, oj-any 
combination obtained via injection into a mammal of said at least one peptide. 

10 (Currently Amended) The method of claim 1 wherein said determination of said quantity of 
each of said at least one immunological composition^]] is carried out by radiolabeling said sample 
or said at least one immunological composition. 

1 1 (Currently Amended) The method of claim 1 wherein said € 

.nitration in said sample by determining said eiM quantity of each of said atleast 
one immunological composition^]] tl^sj*^^ 
of said aliquot is carried out by com prised of the following steps : 

determining the amount of low molecular weight urokinase in said sample which binds to 
one or more of said at least one immunological composition^]] directed against said second 
peptide corresponding to a sequence in Seq. ID No. 16 between amino acid residues 159 and 41 1, 
but which does not bind to one or more of said at least one immunological composition^]] 
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directed against said first peptide corresponding to a sequence in Seq. ID No. 16 between amino 
acid residues 1 and 135 4 [[;]] 

determining the amount of high molecular weight urokinase in said sample which binds to 
one or more of said at least one immunological composition[[s]] directed against said first or second 
peptide corresponding to a sequence in Seq. ID No. 16 between amino acid residues 1 and 135 or 
between amino acid residues 159 and 41 1 . respectively , but which does not bind to one or more of 
said at least one immunological composition[[s]] directed against said fhjrd peptide corresponding 
to a sequence in Seq. ID No. 16 which includes amino acid residues 158 and \59fmd, 

determining the amount of urokinase zymogen an inactive form of urokinase, in said 
sample which binds to one or more of said at least one immunological composition[[s]] directed 
against said fhird peptide corresponding to a sequence in Seq. ID No. 16 which includes amino acid 
residues 158 and 159^ 

anv combination . 

12. (Currently Amended) The method of claim 1 wherein said at least one peptide is further 
comprised of a fourth peptide corr esponding to Seq. ID No. 17 and wherein said determination 
determining tot al urokinase concentration in sai d sarrmle bv determining said ef-sakl quantity of 
each of said at least one immunological composition^]] that is bound to at least one of said forms 
of urokinase in each of said aliquot is carried out by comprised of the following steps : 

determining the amount of low molecular weight urokinase in said sample which binds to 
one or more of said at least one immunological composition^]] directed against said second 
peptide corresponding to a sequence in Seq. ID No. 16 between amino acid residues 159 and 411, 
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but which does not bind to one or more of said at least one immunological composition's]] directed 
against a said fourth peptide corresponding to Seq. ID No. 17 a [[;]] 

determining the amount of high molecular weight urokinase in said sample which binds to 
one or more of said at least one immunological composition's]] directed against said first or second 
peptide corresponding to a sequence in Seq. ID No. 16 between amino acid residues 1 and 135 or 
between amino acid residues 159 and 411 . respectively , but which does not bind to one or more of 
said at least one immunological composition's]] directed against said fWrd peptide corresponding 
to a sequence in Seq. ID No. 16 which includes amino acid residues 158 and 159rand, 

determining the amount of urokinase rymnrfln, an inactive form of urokinase, in said 
sample which binds to one or more of said at least one immunological composition's]] directed 
against said tod peptide corresponding to a sequence in Seq. ID No. 16 which includes amino acid 
residues 158 and 159. or 

any combination . 

13. (Currently Amended) A method of determining total urokinase concentration in a sample 
containing either or both active and inactive forms of urokinase, comprising: 

obtaining at least one peptide comprising: 

a first peptide nr . in any of identical to a predetermined sequence in Seq. ID No.fe-4r-6 
16 between amino acid residues 1 and 135, ';11 

obtaining a second peptide as in nnv of identical to a predetermined sequence i n Seq. 
U) yfo. s. 7 12 16 between amino acid re sidues 159 and 41 1JT;]] 
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obtaining a third peptide aM^ef idgnticaj to a predetermined sequence in Seq. 
in No 1 6 which includes amino acid residues 1 58 and 159, or 



obtaining an at least one immunological composition selected from the group of 
immunological compositions consisting of an antisera, an antibody, a-iiyWema, er- and a 
supernatant of a hybridoma, said at least one immunological composition^]] each obtained via 
injection into a mammal of said at least one peptide; 

contacting aliquots of said sample with each of said at least one immunological 
composition^]]; and, 

determining the total urokinase cor,^*™ hv determining said quantity of each of said at 
least one immunological composition^]] which that is bound to at least one of said forms of 
urokinase in each of said aliquots, herein aaid det e r minat i o n of the qm nt ity of e ach of cnirl 
mulugkal Lumpubitioir, in rnrrinrl out by comprising the following steps: 

determining the amount of low molecular weight urokinase in said sample which 
binds to one or more of said at least one immunological composition^]] directed against 
said second peptide corrooponding identical to aooquoncoin airy_of Seq. ID Nos, U 742 
b. U v cc n amino acid indu e s 159 t md 1 1 1, but which does not bind to one or more of said at 
least one immunological composition^]] directed against said first peptide corrooponding 
identical to a s e quence in any_o_f Seq. ID Nos. U \£ betwee n am i no acid r es i de 1 ^d 
4^[[;]L 
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determining the amount of high molecular weight urokinase in said sample which 

binds to one or more of said at least one immunological composition's]] directed against 

said first or second peptide corresponding identical to a sequence in any_of Seq. ID Nos. 

U 1=6 between amino acid residues 1 and 135 or Seq. ID Nos. 7-12 b e tween amino acid 

residues 1 59 and 411 . respectively , but which does not bind to one or more of said aOeast 

one immunological composition's]] directed against said third peptide corresponding 

identical to a sequence in Seq. ID Nos. U 13 or 14 which includes amino acid residue s 

15Sandl59 [[;]Land; 

determining the amount of urokinase rymnvm, an inactive form of urokinase, m 
said sample which binds to one or more of said at least one immunological composition's]] 
directed against said tod peptide corresponding identical to a sequence in Seq. ID Nos. 46 
13 or 14 which includes amino acid residues 158 and 159^ or 

anv combination . 

14. (Currently Amended) A kit for deterrrrining total urokinase concentration in a sample 
containing either or both active and inactive forms of urokinase, comprising: 

at least one immunological compositio ns, selected from the group of immunological 
compositions consisting of an antisora, an antibody, a hybridoma, or a oup o rnatant of a hybridoma; 
wherein said at least one immunological composition's]] is each obtained via injection into a 
mammal of a at least one peptide, directed against each of a set of peptides including wherein each 
of said at least one immunological composition is directed a g ainst o ne or more of said at least one 
pe ptide, and wherein said at least one peptide i s comprised of: 
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a first peptide corresponding identical to a predetermined sequence in Seq. ID No. 

16 between amino acid residues 1 and 135, 

a second peptide corresponding identical to a predetermined sequence in Seq. ID 
No. 16 between amino acid residues 159 and 41 1, and 

a third peptide corr o oponding identical to a predetermined sequence in Seq. ID No. 
16 which includes amino acid residues 158 and 159^ 



instructions for contacting aliquots of said sample with each of said at least one 
immunological composition's,]] and determining tota l u r okin ase co ncentration in said sample by 
determining the quantity of each of said at least one immunological composition's]] which is 
bound to at least one of said forms of urokinase in each of said aliquots. 

1 5 . (Currently Amended) The kit of claim 14 wherein said first peptide is on o as in identical to 
any of Seq. ID Nos. 1-6. 

16. (Currently Amended) The kit of claim 14 wherein said second peptide is one as in identical 
to any of Seq. ID Nos. 7-12. 

17. (Currently Amended) The kit of claim 14 wherein said third peptide is one as in identical to 
any of Seq. ID No. 13-[[14]]15. 

18. (Cancelled) 
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19. (Currently Amended) The kit of claim 4S 14 wherein said additional at least one peptide is 
further comprised of a fourth peptide identical to comprises Seq. ID No. 17. 

20. (Currently Amended) The kit of claim 14 wherein the said at least one immunological 
composition is an antiserum, an antibody, a hybridoma, or a supernatant of a hybridoma, or any 
combination obtained via injection into a mammal of said peptide . 

21. (Currently Amended) A kit for detennining total urokinase concentration in a sample 
containing either or both of active and inactive forms of urokinase, comprising: 

immunological compositions directed against each of a set of at least one peptide[[s]] 
including wherein said at least one peptide is co m prised of : 

a first peptide as-4a corresponding to any of Seq. ID Nod. 1 6 a predetermined 
sequence in Seq. ID No. 16 between amino acid residues 1 and 135 , 

a second peptide as-4n corresponding to any of Seq. ID Nog. 7 12 a predetermined 
sequence in Sea. ID No. 16 between amino acid resid ues 159 and 41 1, and 

a third peptide as4n corresponding to any of Seq. ID No. 13 11 a predetermined 
sequence in Sea. ID No. 16 which includes amino acid residues 158 and 159, or 

any combination ; and, 

instructions for contacting separate aliquots of said sample with each of said immunological 
compositions!!,]] and determining total urokinase concentrati on in said sample by determining the 
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quantity of each of said immunological compositions which is bound to at least one of said forms of 
urokinase in each of said aliquots, wherein said instructions direct the uocr to comprise : 

determine determining the amount of low molecular weight urokinase in said sample 
which binds to one or more of said immunological compositions directed against said 
second peptide corresponding to a predetermined sequence in Seq. ID No. 16 between 
amino acid residues 159 and 411, but which does not bind to one or more of said 
immunological compositions directed against said first peptide corresponding to a 
predetermined sequence in Seq. ID No. 16 between amino acid residues 1 and 135[[;]] i 

determine determining the amount of high molecular weight urokinase in said 
sample which binds to one or more of said immunological compositions directed against 
said first or second peptide corresponding to a predetermined sequence in Seq. ID No. 16 
between amino acid residues 1 and 135 or between amino acid residues 159 and 411, 
respectively , but which does not bind to one or more of said immunological compositions 
directed against said third peptide corresponding to a predetermined sequence in Seq. ID 
No. 16 which includes amino acid residues 158 and 159[[;]]aed, 

determine determining the amount of urokinase zymogen, an inactive form of 
urokinase, in said sample which binds to one or more of said immunological compositions 
directed against said third peptide corresponding to a predetermined sequence in Seq. ID 
No. 16 which includes amino acid residues 158 and 159^01 

any combination . 

22. (Withdrawn) A peptide for determining total urokinase concentration in a sample as in any 
ofSeq.IDNos. 1-15 and 17. 
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23 . (Withdrawn) An antisera obtained via injection into a mammal of a peptide for determining 
total urokinase concentration in a sample as in any of Seq. ID Nos. 1-15 and 17. 

24. (Withdrawn) An antibody obtained via injection into a mammal of a peptide for determining 
total urokinase concentration in a sample as in any of Seq. ID Nos. 1-15 and 17. 

25. (Withdrawn) A hybridoma producing an antibody obtained via injection into a mammal of a 
peptide for determining total urokinase concentration in a sample as in any of Seq. ID Nos. 1-15 and 
17. 

26. (Withdrawn) A supernatant of a hybridoma producing an antibody obtained via injection 
into a mammal of a peptide for determining total urokinase concentration in a sample as in any of 
Seq. ID Nos. 1-15 and 17. 
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